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Sequence #2: GATCCT 
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Nucleotide Mass (Da) Sequence #7; GCATG 



Primer #7 Extension 
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Sequence #2; CATGC 
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Sequence #2; TCAGG 
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FIG. 4a 
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Reaction Products 
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Variant #7; AACTGCAT 



Variant #2; AACTTCAT 



Variant #3; AAGTGCAT 
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FIG. 6a 
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FIG. 6c 
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Variant #1: AACTGCAT 
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Variant #5; AAGTGCAT 



FIG. 7a 
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Base composition density distributions Tor 
7-mers using different nucleotide sets. 
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Naturally Occmiag Bases 

Peaks can be closer than one dalton 

Total No. of different base compositions = 120 

Actual number of represented masses = 110 

Avg. No. of compositions per mass value = 1.091 



C = 289.2 
T = 304.2 
A = 313.2 
G = 328.2 

Substitution with 7-deaza-dG 
Minimum peak seperation = 3 daltons 
Number of allowed mass values = 92 
Actual number of represented masses = 64 
Avg. No. of compositions per mass value = 1.875 
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Substitution with deutero-dT 
Minimum peak seperation = 8 daltons 
Number of allowed mass values = 36 
Actual number of represented masses = 34 
Avg. No. of compositions per mass value = 3.529 



FIG. 8 



